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Abstract

Screening and identification of Vibrio and enteropathogenic bacteria in seafood were
carried out. Seafood samples were randomly collected from five street food restaurants in Muang
district, Buriram province. The bacterial selective medium thiosulfate-citrate-bile salts-sucrose
(TCBS) agar was employed for the isolation of bacterial colonies. Amplification of 16S rRNA
genes of each isolated bacterial colony was accomplished using polymerase chain reaction (PCR)
and the purified amplicons obtained were subject to further analysis using bioinformatic
strategies. Assignment of the amplicon sequences to genus and/or species level was based on
BLASTN. The results were compared to the information in GenBank database using percent
identity and total score in the priority parameters. The BLASTN results indicated that bacteria
from six genera were found and categorized into two groups. The first group was pathogenic
bacteria that were the causative agents of food poisoning in human, including Vibrio,
Aeromonas, and Shewanella. The second group included Kluyvera, Providencia and Klebsiella,
which were commonly found and caused food contamination during food processing,
preservation process, transportation, and unhygienic cooking in street food restaurants. Based
on the phylogenetic tree, it was found that Aeromonas was evolutionarily different from
Vibrio, Shewanella, Kluyvera, Providencia and Klebsiella. The phylogenetic tree manifesting

the evolutionary relationships among the isolated bacterial strains implied a wide diversity of
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bacterial contamination that caused food poisoning, with their sources being from seafood and
environmental contamination. The information obtained from this study should be of use for

epidemiological surveillance of seafood poisoning caused by bacterial contamination in the future.
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Fig. 1 Phylogenetic tree (unscaled or non-display branch length) representing the evolutionary relation-

ships among 16S rRNA amplification fragments from the isolated bacterial colonies. Genus,

species, and sub-species (strain) of bacteria were referred to BLASTN results and corresponded

to the highest percent identity. Phylogenetic tree is performed by iTOL software. (https://itol.

embl.de/itol.cgi)
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Table 2 Calculation results for the distance values among isolated bacterial colonies (Vibrio,

Aeromonas, Shewanella, Kluyvera, Providencia, Klebsiella).

Genus Aeromonas Shewanella Kluyvera Providencia Klebsiella
Vibrio 0.337 0.081 0.092 0.107 0.090
Aeromonas 0.322 0.353 0.368 0.351
Shewanella 0.097 0.112 0.095
Kluyvera 0.087 0.032
Providencia 0.085
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