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Abstract

Complement receptor of the immunoglobulin superfamily (CRIg) is specifically expressed
on macrophages which enhance phagocytosis of the innate immune system. Previous study
found that dexamethasone can activate the expression of CRIg on macrophages. Macrophage
polarization has different functions. However, the association of those expressions on each stage
of macrophage has not been reported. Thus, the objective of this study was to observe CRIg
expression on M0, M1 and M2 human macrophages. Monocyte-derived macrophages were
cultured and the differentiation of macrophages M0, M1 and M2 were observed by inverted
microscope, flow cytometry and quantitative reverse transcription PCR (qQRT-PCR). Cells were
treated with low and high concentrations of dexamethasone for 24 hours. Then, the treated cells
were harvested for VSIG4 expression analysis by qRT-PCR. The results showed that
dexamethasone stimulated MO macrophages significantly increased the VSIG4 expression
compared to the untreated control (p < 0.05). Moreover, M2 macrophages treated with low
concentration of dexamethasone had significantly higher VSIG4 expression than the untreated
cells (p < 0.05). The results suggested that VSIG4 are differently expressed in macrophages
polarization. M2 macrophage has high VSIG4 expressions that mediate anti-inflammation and

wound healing.
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UNANYD

AeuNa U3 wunaianil lulnaydy (complement receptor of the immunoglobulin
superfamily, CRIg) tﬂuimaqa‘ﬁLLﬁmaannuwaﬁLmﬂIﬂswm AanudAyluszyuiinguiu
Tasmiia mwthiigaasunszumsvhinlsIndaveusaduunlasvhe ;naudsofsun
NUNANINTANISAUMIUaAIBaNYBI CRIg AI881 dexamethasone uatitesnniradunalasvhe
ﬁmnﬂi“SJ“u,a“ﬁﬂﬁﬁ/’;smndnﬁ’uﬁn%&Ej’a"l,u'ﬁmsﬂmmmsuamaanmm?juﬁmuaums
Lgﬁﬂaaanmaﬂmana CRIg luszezae q veswaduunalaswo mummmﬂumﬁnmms
meaanmmsmwmmmmmamaanmm CRIg lutvaduunlasvhaszezaa q S9iannanan
diadeaumlulilmivesny Tasanddeiilfwaddiadenmzialululsione @eamdhusad
uwualastha Mo, M1 waz M2 TasAnmnmsulasuulasdnumzglhaveisaddie inverted
microscope mmamaanmmiﬂsﬁuuuﬁawaéé’w‘lﬂa"lmimm%’ HATMSUANIDDNVBITUIILINE
ﬂ’J 835 quantltatlve reverse transcription PCR (qRT PCR) 3 numm%a mwaamnmﬂumms
(AgaLad e dexamethasone mmwmumuawauﬂunm 24 $2lus udiAmnIMsuanioen
vasdu VSIG4 GNLﬂuﬂumuqummamaenmm CRIg 7835 qRT-PCR Ham3sIdsnun
fimsuanseenvesdu VSIG4 viannniuedsilifedinumaaia @ < 0.05) luwsadunalasvhe
MO 1uﬁma:ﬁ'ﬁmsnix&:uﬁmm dexamethasone Lﬁﬂuﬁnnzjumuquﬁhi"lﬁldm wenni}
Fanuhiimsuanseenvesdu VSIG4 vissnniuetheilifomimaadd @ <0.05) luwaalasvhe
M2 i’imzé’jué’iwﬂﬁzé’ummﬁiuﬁi’iueilﬁijﬂLﬁﬂuﬁunzjuﬂauquﬁ'lﬁ"lﬁldﬂ1 agduamsidela
Muudazszozvearadunalasvhevziimsuantesnvesdy VSIG4 lulSinafuanaai
TasnumsuaasesndSinagilusadunalasrha M2 sadhsadmnmnnmumssntauuay
Feuuruiatgatiiatiamsnaiuluname

mafny: unalasmha aeunduudsisuneioniilulnaydy Walsnwes

*é’%’nﬁﬂﬁbﬂuvﬂﬂmu E-mail address: kanchanau@nu.ac.th
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uNin

pifiuAulagindia (innate immunity)
Wumsnevaussweanamedsdauantasuuay
I 1 1 k4 Vi o g ‘il k%4
Wudusnlumsdeduazileafiuaelsanidn
diame Ingl¥d3u (receptor) NilogunLrade g
Tumsfuiduszneumaniiveawelsn unalasrha
& ¢ o . . A A
Wuesaananlunszuiums opsonization (i
IgG uazgudunuwauAIsY C3b Juaguu
a g I'd 4! IS
Anrolsatsadunalaswagall Fey receptor
uaz C3b receptor ennsaduiuelsald”
faiuldinmsfunuimivesneunamudsiialvi
vuunalasvaizendl complement receptor of
the immunoglobulin superfamily (CRIg) 130
V-set war Ig domain-containing 4 (VSIG4)
vse Z391g® Failasaaeuazaniidnuaneis
NafTuveIneundwudll® CRIg fiwihn

%4
nan fAe Pemiawelsa weuALIU LABIY¥AA
. % a Y a
war immune complex Avmsadasulviia
aszvaumshinlsIindd wazdesrodudans
% = o .

ATEAUTTULABNWAMUA U alternative pathway
Taganansaduiu C3b v litia C3 convertase
waz C5 convertase dawald litia C3a uaz Csa
4! I d' o Y a @ @ 3 =
Fuduansnmldifiamseniay dadu 3saams
fntguveuraduazliitianisuanvesisad
1ihvane (membrane attack complex)(4) CRIg
Fadlninnlunsann1suLafINNTIUIUYD
T-cell Nslurasanaasuazmelusramoveany

= =

JadiszlewillumsilosdumsWauiveslsa
~y X 4 . ) . 5)
AUMUMULUBLEDAILBY (autoimmune disease)
< ¢d  a
wualasvadutsaaniayuian
Tululasl Tnemssaannuazmsiasuutlas
1 r'd 1 A 4
sUnslullsinnlunszanesngnszudiaendes
. - e ey
91718 hematopoietic growth factors nadeyldun

macrophages colony-stimulating factor
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(M-CSF) wuwaz granulocyte-macrophages
colony-stimulating factor (GM-CSF)
4 . . v
mMsasuudasdnruzsdinanazninnyea
unalasvhamansafavulaiielimanszquaiy
v 4 e Y
nIsnszAunuaAndY Tagnalamsnszquues
uualasrhautiady 2 via 18ud classical waz
alternative Iag IFN-y annsanszduunalasme
MO ¥ilu M1 (classical activated macrophages)
Fanunnnlumsnszaunszviumdntaulnevas
TosTalanl ¥y TNF-o, IL-6 waznaaasnnin
reactive oxygen species (ROS) tae nitric oxide
(NO) 3trefidat¥olsn annedadaiasy
¢ A4 v
ASZUIUNTADUEUIUDILFAA Thl wazineIveg
Aumsiatssaduzse druunalasvha M2
(alternative activated of macrophages) tAa1n
MINITzAUAIE IL-4 uaz IL-13 Tng M2 9Thad
. = o q v o PPN
arginase 1 Favzihlvaamsnadlslalaisiia
TNF-a, IL-6, IL-12 534919815 NO %saa
ATZLIUMIBALEY daUdSNMIADUAUDIVRULAS

Th2 uazgonusuiloge® 7

Y ¥V Y
Nndeyainfiy
axiulid CRIg Wulianaivhmihiiddguas
nwuegluadunalasvhe Tasunalaswiadadl
vangszezuazhminnuandafuluszuug Ay
Tngiiauazfadanademanszaugiiiuiuuuy
o @ :’/ a o é’:s o 4 d' =2
Jumz fAalunuideisiinglszasdinednm
msuwasuuasszezvesuualasvhanasmsudng
29nv09 CRIg Tuuualasvhaszozeia g
Y ad
IGAUAZIDMS
1. 3msusnwsadiintaanun lululesd

msanil¥dhedrafiai@denun (buffy
coat) NNRLUINATAHA o sanenanvIng1de
s damianizglan Taglasaimadideldsums

FU3BININAMLATINMIAIBETINM I TeTuuy g
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uvIneasusals (IRB No.331/58) 1 buffy
coat 31139919728 Hanks' balanced salt solution
(HBSS) ludandiu 1:1 nanhinihuuenlag
nl%ﬁﬁﬂ Lymphoprep (density = 1.077 g/mL)
(Axis-Shield PoC AS, Norway) MEANNEY
600 x g 1Huna 30 ft 7 25°C 9218 peripheral
blood mononuclear cells (PBMCs) Taun
sl lwiuaslululasinduh PBMCs anifu
11 1 A%ade HBSS 151183 30 mL finnui
300 x g 1 Hunar 5 ni LLé’J@ﬂd'su“laﬁa vty
i RPMI 1640 adluazitliunendronhen
hyperosmotic Percoll (density = 1.064 g/mL)
(GE Healthcare Bio-Sciences AB, Sweden)
il 400 x g {unam 15 wi NATULEAFUTES
Tuiu"levﬁe?qagjuu%ummmia:mﬂ hyperosmotic

]
=

Percoll 1hintfudanis HBSS # 300 x g 1Tu

~ o > v A ¢
a1 5 wi agldazneusugaimenduwad
Tluley TusnusaduaznagauaNnuisIa
voaadlaenansasnuenlafuansazay 0.4%
trypan blue Tudasdiu 1:1 wazshliifuwad

v Y #(8)
A9 hemocytometer Mmelanaasganssen

2. Samsunzidsalulileivazuualasvhe

Isi3taeINSIABALsadsE RGN RPMI
1640, 10% fetal bovine serum, penicillin
streptomycin (Thermo Fisher Scientific USA)
way ciprofloxacin (Favorex Ltd, Switzerland)
dmivmnzaoaliluland luannzeamgil 37°C,
5% CO, Tﬂmﬂﬁlﬂummngmwaénﬂ 39U

msnszaulalulailiduunalasmhe
MO

3ono1Msiaaadlsznoudie
RPMI-1640, fetal bovine serum, penicillin
streptomycin, ciprofloxacin, M-CSF, MgSO4

AUNITIU AUNE UazAE

war CaCO, dmfunszdulululeiliiiy
uualasvha (MO) Tudamz 5% CO, gamgii 37°C
LLﬁzLﬂéUuﬂ11’iﬁL§ﬂdL"ﬁﬁénﬂ 3 Fu unsuis
Tlulsideuduanlasvhe Tnedanadnuas
atadatiioaunm 14 Ju
msnszquunalasvha Mo du M1
thunalasvhs MO 1nidesluensig
drunduve TNF-o (BioLegend, USA) ANy
Wudu 0.020-0.10 ng/mL Funian 24§l
Tugnmez 5% CO, qamgil 37°C Wienszduld
unalasvha MO amedlu M1
msnszauunalasthaon Mo dlu M2
thuualasvhas MO aniasdluemnsidl
drunauaey IL-10 (BioLegend, USA) Ay
Wi 0.8-1.5 ng/mL Funan 24 $Hludluanns
5% CO, gaunqil 37°C iienszdulfiuualasha
MO nangdlu M2®
nninhwadszezenaq Aldinmageu
#2981 dexamethasone (United States Biological,
USA) Tagidodluamsiiidiunanvosondudu
12.5 ng/mL (DEX-L), 150 ng/mL (DEX-H)
wazanzarwudeliiier (CTRL)
incubate i 5% CO, qamgil 37°C Wunm
24 §lua 1ileAnMsuante8nYes CRIg

3. 3%msana RNA @2# Trizol® reagent

(AN Trizol®reagent (Thermo Fisher
Scientific, USA) waznadiih A el vad
wan mnﬁ?mau chloroform 13m@s 100 uL
Wil wazitd3iigamaiiies 3 wil mnifu
Wldifudrennnd 12,000 x g (Huan
15 Wil figamgil 4°C ieliveamarlunaon
naasduantiu phenol-chloroform phase,

interphase @z aqueous phase WAIAATU
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aqueous phase ﬁfl RNA mnldlu centrifuge tube
Lﬁaﬁmmwn RNA ﬁﬂﬂ%ld (azLAY isopropanol
15103 100 PL aslunasanaaetiieanazney
RNA udadliiigamgiives funm 10 wil
vniuihudeannd 12000 x g Wuom 15
Wi figamnfi 4°C launaznau RNA gadiu
laia wideaznou RNA &g 75% ethanol
as 500 pL nntuhldiudieanu
7500 x g ({Hunm 5 it figamgdl 4°C udnh
wazagazney RNA #othisiein RNase
wEfivd 55°C dunm 10 il nndudy
&egra RNA it -70°C

4. Quantitative Reverse Transcription PCR
tA3gN cDNA solution (Bioline
Reagents Limited, UK) 1y reverse transcrip-
tion 1&1ae incubate RNA solution #i 65°C
Hhunm 5 it avuee reaction solution
Fuflumsiansilaeiidiudsznoy SxRT
master mix U311a3 2 pL uaz RNA template
51as 8 pL wamdhdedu nntf incubate
il 37°C Huna 15 Wit w# incubate 71 50°C
fluna 5 Wit wazi 98°C Hunm 5 i
NATUATEN reaction solution Y84 gqRT-PCR
Tagl¥ SYBR Green RT-PCR master mix
(Bioline Reagents Limited, UK) 15113 10 puL,
cDNA solution 1511a3 2 puL, 1 uM forward
way reverse primer (Table 1) 51nseevas
4 pL wwaudnflenu 910t incubate
# 95°C (flunan 5w ud incubate At 95°C
hunm 15 5inft naseniiu incubate 7 60°C
Funm 1 i Taefnuasiuiuseuianua
45 501 #eLA3es CEX96 Touch Real-Time

PCR Detection System (Bio-Rad Laboratories,

6379

USA) TagAiansiiszdumsuaninanvaddy @iy
53 Z-AACT (10)

Table 1 Oligonucleotide sequences

Gene  Sequence (5' — 3)
NOS2 F: TTCAGTATCACACAACCTCAGCAAG
R: TGGACCTGCAAGTTAAAATCCC
ARG1 F: TGGACAGACTAGGAATTGGCA
R: CCAGTCCGTCAACATCAAAACT
VSIG4 F: TCCTGGAAGTGCCAGAGAGT
R: TGTACCAGCCACTTCACCAA
ACTB F: CATGTACGTTGCTATCCAGGC

R: CTCCTTAATGTCACGCACGAT

5. TlalsInwns
Twadimnzdeunifudedne staining
buffer RANUE 600 x ¢ Huna 5 it Maty
Auueudveafisim: 1§uf anti-CD14-PE
(BioLegend, USA), anti-CD16-FITC (BD
Biosciences, USA), anti-human CD80PE/CY5
conjugated (BioLegend, USA), uaz
anti-CD163 PE/CY7 conjugated (BioLegend,
USA) Tag incubate @t 4°C (funm 20 i
ffuBr91vaddre staining buffer fauE
600 x g 1Wunm 5 wit natuihradll

AanzimsudateanveluanauuiadaIY
Wa'lsinwas

6. MINANZHMIAAA
a o é’ % I 2:
ndeildesnuuumsnaasaiiu 3 ada
Nodszaenu 1¥adaianzy one way ANOVA
=4 = 1 £
wisuneunanisnaasdlundazannie lagly
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Fouduasneunaes GraphPad Prism (GraphPad
Software, Inc., La Jolla, CA, USA) wazrmuua
F1ANUFTUN 95% (p - value = 0.05)

WNaN15IVY
1. msnagaumsasazvedlululyi
9nM3 buffy coat NARVINA 1 318
wffunendiuves PBMCs oondletine
Lymphoprep uazihunmisunawes PBMCs
ﬁuﬂn"lé’wudwﬁﬂ%mmwaﬁm?;aag:ﬁ' 3.24 x 10
wsad/Naaans wdsntiusah PBMCs i
wonsadluTuleidretheon Percoll wuinld
ﬂ’%mmwaéméaagﬁl 2.50 x 10° vyad/Hadans
wazidiernnadesazvelululwiinenldwy il
fagiifesaz 7.71
'mﬂmiﬁmam%Uazmmﬁqwéﬂlm
Wlulsiiuenld 1handeudrs monoclonal
antibody mti_CD14/CD16 #1 CD14 ilu
marker vaalululsiiuazdiaszvinadle
Tvxla“lcﬂwLN@%WU’j”lﬁ@hmmﬁqméeuaaTmTu"l,vﬁﬁ
Wlu¥ewaz 100 (Fig. 1)

=< U I'd
2. myAnzlisveasad
2.1 mswasuglnaveassad
X @ X
nnmsnziagalululedlueimsaes
wadaniszneudis RPMI-1640, fetal bovine
serum, streptomycin, ciprofloxacin, M-CSF
uaz CaCo, Whuszezna 14 54 wenasuwilas
sUnaluunalaswie MO wudisadiinis
wasuudasglsinnnndnyaznan (Wudnvae
= A 1 ] ] a 49!/ a
GorenvregUialiuiveu wazimeAanuiIves
o X & o
myuz lagvasmsunzaesaiuszeznm 7 Ju
P 1 ~ A
wadsuNvinalvaduuazimsasuuias 119

s 1 v o X g
waakgUnaliuiueu ndsmsmnziasauszey

AUNITIU AUNE UazAE

10"

10°

CD 16
102

10!

10°

Fig. 1 Flow-cytometric analysis of monocytes
with anti-CD14/CD16 antibody
Monocytes were isolated from buffy coat
of healthy donor. Expression of cell
surface markers on human monocytes
was investigated by flow cytometry using
anti-CD14/CD16 antibody. Expression
of CD14 cell surface marker on human

monocytes was 100%.

nm 14 54 Wil ldameduuualasrha MO
d! A o & = 1 [ [
Faldnvauziwadsorsniuazizlidiviveu
d‘ 1 k% v . . d' o as
tadesndiunded inverted microscope NG
g1y 400 i1 (Fig. 2 - Fig. 4)

MY asrvdeumsnauuead
unalasvha MO eelnalsinuaslagrihindeu
#19 monoclonal antibody anti-CD14/CD16
Fawyu MO lic5eeas 89.69 ve1 CD14" uaz
Sowaz 95.77 w99 CD16" (Fig. 5)

2.2 msanngUnsvesunalasvha M1

ndanntagaluluylendunar 14 Ju
wadnuasuuasgdnuiuunalaswia Mo
aansaiannluuualasrhe M1 $aidnyas
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Fig. 2

Morphology of monocytes

Monocytes were cultured in RPMI-1640
supplemented with 10% FBS at 37°C in
humidified incubator with 5% COQ. Cells
were round and attached to plastic
surface.

Fig. 4 Morphology of monocyte-derived mac-

rophage (MO)

Cultured monocytes at fourteen days
were differentiated into macrophages
(M0O) which showed the irregular
morphology of size and long shape.

Fig. 3
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3

c’(‘
o SR,
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Morphology of monocytes in culture
medium at 7 days

Monocytes were cultured in RPMI-1640
supplemented with 10% FBS at 37°C
in humidified incubator with 5% 002 for
7 days. The cultured cells were increased
in size and appeared as irregular round
shape.

104

10°

G

A

10'

10°

10° ‘1o‘h 10 101

10°
CD 14

Fig. 5

Flow-cytometric analysis of macrophages
with anti-CD14/CD16 antibody

Human monocytes were allowed to
differentiate for 14 days. Expression of
cell surface markers on human monocyte-
derived macrophages was investigated
by flow-cytometric analysis. Expression of
CD14 and CD16 cell surface markers
was 89.69% and 95.77%, respectively.
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nan vualvg (Fig. 6) Tagmsnsziuaiy
TNF-a lugnnz 5% CO, gamgil 37 °C (i
ha 24 $lue Fadieasvaeumsiianndy
uualasvia M1 drelvalalniuailagls

Fig. 6 Morphology of macrophages M1 acti-
vated with TNF-a in culture medium for
24 hours
Human monocyte-derived macrophages
(MO) were polarlized to M1 by activated
with TNF-a for 24 hours. M1 morphology

showed irregular size and shape.

2.3 msannglisvesunalasvha M2

vdsmamaasailaiiduna 14 Ju
waﬁﬁﬁmﬂﬂ?{ﬂuuﬂmgﬂénL‘TJuLmﬂTﬂiWW MO
Fagnansoiannllily M2 Tagmsnszquaie
IL-10 Tuaniz 5% CO, gamaii 37°C (fhunan
24§l Taowad M2 fdnyazGoenuas
sehiniueuiiiedeagiivndos inverted
microscope fimdwes 400 wh (Fig. 8) e
amvdeuminanndu M2 Melnalasinuailae

AUNITIN AUNE UdzAE

monoclonal antibody anti-CD80/ CD163 Wy
unalasvha M1 WWia3eeaz 85.11 ved CDSO*
uazdovaz 82.39 ¥es CD163" (Fig. 7)

Cg,163 i

10"
pe N
:

10°

10° 10' 10° 10*

10°
CD 80

Fig. 7 Flow-cytometric analysis of macrophages
M1 with anti-CD80/CD163 antibody
MO macrophages were polarized to M1
by activated with TNF-a in culture
medium for 24 hours. Expression of cell
surface markers on M1 was investigated
by flow-cytometric analysis. Expression
of CD80 and CD163 cell surface mark-
ers was 85.11% and 82.39%, respec-

tively.

1% monoclonal antibody anti-CD80/ CD163
nuhuualasvha M2 Iva3esas 67.19 weq
CD80" waz¥ewaz 96.63 ¥03 CD163" (Fig. 9)

3. Msdudu M1 wag M2 ade NOS2 uas Argl

NANINATOUMIUEAI9DNYDY NOS2
(nitric oxide synthase 2) waz Argl (arginase
1) vusad wlulstuualasnha MO, M1 uay M2
Tuszozina 24 $Tuad1e qRT-PCR Wyt
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Fig. 8 Morphology of activated macrophages
M2 with IL-10 in culture medium for
24 hours
Human monocyte-derived macrophages
(MO) were polarlized to M2 by activated
with IL-10 for 24 hours. M2 morphology

showed irregular size and shape.

NOS2 FafuBuiiimsuanseenly M1 fims
uanseeniindly M1 pgalideddaymednn
(p <0.05) ilorflouAuTilule uansh TNF-
annsanszdu MO Tnaneiu M1 1@ (Fig. 10)
g Argl Fafluguitimsuanseanlu M2 v
fimsuansaniiniuly M2 stailtioadama
0@ (p < 0.05) dlefeuAulluled wanah
IL-10 annsanszdu MO Winaedu M2 1§
(Fig. 11)

4. Mm3uandeanvad CRIg vuuualasvhatile
N32AuAIY dexamethasone 1n835 qRT-PCR

WanInadaunsuaaiaanuas CRIg
vuwad lulsdiuualaswha MO, M1 uwaz
M2 lu 3 annzite annzihildnazduioe
dexamethasone (Control CTRL) €117 :‘ﬁﬂ‘j:é’j U
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10¢

10°

10

CD 163

10*

10°

10° 10° 10° 10¢

10°
CD 80

Fig. 9 Flow-cytometric analysis of IL-10
activated macrophages M2 with
anti-CD80/CD163 antibody
MO macrophages were polarized to M2
by activated with IL-10 in culture
medium for 24 hours. Expression of cell
surface markers on M2 was investigated
by flow-cytometric analysis. Expression
of CD80 and CD163 cell surface markers
was 67.19% and 96.63%, respectively.

@18 dexamethasone ANNWNAIYU 12.5 ng/mL
(DEX-L) LLazama:ﬁﬂi:ﬁuﬁw dexamethasone
ANNINTY 150 ng/mL (DEX-H) luszeziim
24 §Ms $163% QRT-PCR nuhiimsuansosn
¥99 CRIg (fixnn3uly MO-DEX-L uas
MO-DEX-H agaiidsehdgymaana (p < 0.05)
iietiioufiy Mono-CTRL uaz MO-CTRL
yennniiganuiiimsuanssnvas CRIg tiy
wnvuly M2-DEX-L ethafifioddaymaddn
(p < 0.05) tietfivuiu Mono-CTRL uas
M2-CTRL dulu M1 wuhimsuanieanves
CRIg lusinandisadniesegalifinnudidey
ANGAR
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Normalize Expression,
Relative to Untreated Control

Fig. 10

NOS2
2.0-
*
1.5-
-
1.0 T
0.5- K
0.0 . r . .
al & & &
'0« 0'0« '\'o« q,'c,«
§°o° N A\ N

Expression of NOS2 gene in mono
cytes, macrophages M0, M1 and M2
Fourteen days monocyte cultures were
differentiated into Macrophages (MO).
MO were stimulated with TNF-a and
IL-10 for 24 hours to allow polarizing
of M1 and M2, respectively. Expression
of NOS2 gene was measured by
RT-gPCR. Data were analyzed by
normalized gene expression and
presented as mean + SD of 3 experi-
ments.

Statistical analyses: NOS2 expression
in MO, M1 and M2 versus monocytes;
*» < 0.05

Normalize Expression,
Relative to Untreated Control

Fig. 11

AUNITIU AUNE UazAE

ARG1
25000+

20000+

15000

10000

5000+

Expression of ARG 1 gene in monocytes,
macrophages MO, M1 and M2
Expression of ARG1 gene was mea-
sured by RT-gPCR. Data were analyzed
by normalized gene expression and
presented as mean + SD of 3 experi-
ments.

Statistical analyses: ARGT expression
in MO, M1 and M2 versus monocytes;
*0 < 0.05

daii 39871831 dexamethasone ANM ANMANTY 150 ng/mL (DEX-H) ssnsansziu
wad MO Wiimsudaseenvues CRIg LWNAY

(Fig. 12)

Windu 12.5 ng/mL (DEX-L) dunsanszquisad
MO macrophage (a2 M2 macrophage hiims

U 4
wenaeanvad CRIg (AN 1Az dexamethasone
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154

Normalized Expression, Relative to Untreated Control
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Fig. 12 Expression of CRIg in Monocytes, Macrophages M0, M1 and M2

The cells were stimulated with different

concentrations of dexamethasone for 24 hours.

Expression of CRIg was measured by RT-gPCR. Data were analyzed by normalized gene

expression and presented as mean + SD of 3 experiments.

Statistical analyses: CRIg expression in MO, M1 and M2 versus monocytes; *p < 0.05
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