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Abstract: The Study of Clinical and Environmental Isolates of Cryptococcus
neoformans in Chiang Mai by PCR-fingerprinting Method Using (GTG)5 as a
Primer

Sriburee P', Pasukdee R’, Khayhan §', Punjaisce 8°, Khamwan C*, Tharavichitkul P'

Objective: Cryptococcus neoformans is the etiologic agent of cryptococcosis, the common
opportunistic infection among AIDS patients in northern Thailand. A previous study revealed
that almost all clinical and environmental isolates of C. neoformans in Chiang Mai belonged to
C. neoformans serotype A. There was no data on the molecular epidemiology. The aims of this
research were to study the genetic diversity of C. neoformans isolated from patients and
environments by the PCR-fingerprinting mathod using (GTG)5 as a primer and to study the
efficiency of this primer for serotyping.

Methods:  Twenty-five environmental and 25 clinical isolates of C. neoformans collected in
Chiang Mai were studied by the PCR- fingerprinting methcd. Genomic DNA of each isolate was
extracted for PCR amplification by using a (GTG)5 primer. The PCR-products were identified by
agarose gel electrophoresis. The PCR- fingerprinting patterns of all 50 isolates were analysed
and compared with the PCR-fingerprinting patterns of C. necformans standard serotypes A , B,
C and D.

Results:  The PCR- fingerprinting patterns of 24 clinical isolates and 23 environmenta! isolates
were identical to the pattern of the standard strain of C. neoformans serctype A. One clinical
isolate and two environmental isolates {one from pigeon droppings and one from eucalyptus
flowers) produced other different patterns.

Conclusion: The PCR-fingerprinting method using (GTG)5 as a primer differentiated 50 isolates
of C. neoformans into 4 types. This method showed corresponding results with serotyping by
the slide agglutination test. Forty-six of 49 isolates of serotype A (93.8%) produced the identical

pattern as C. neoformans standard serotype A. Buil Chiang Mai Assoc Med Sci 2002; 35: 156-163.

Key words:  Cryptococcus neoformans , PCR-fingerprinting, Chiang Mai

" Department of Microbiology, Faculty of Medicine, * Department of Clinical Microbiology, Faculty of Associated

Medical Sciences, * Microbiology Laboratory Section. Central Labaratory Mahara] Nakorn Chiang Mai
Hospital, Chiang Mai University.
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