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SUMMARY OF THE PRECEDING ARTICLE

A COMPARISON OF TWO METHODS FOR PROTEINS

DETERMINATION:

SPECIFICITY OF METHODS AND

NORMAL VALUES IN THAl SUBJECTS.

Namchai Tipchatyothin B.S. (Med. Tech)
Patraporn Polwatana B.S. (Med. Tech.), C (ASCP)."

A comparison of two methods for
proteins determinations had been studies.
Normal values of various proteins
determined in healthy Thai subjecs had
beed reported. These values were 0.8-
7.9 g/dl at a mean value of 6.9 g/dl
for total protein and 3.5-4.5 g/dl at
a mean value of 3.9 g/di for albumin

values using salt fractionation method

(?). By using direct method (2) the
results were 5.8 7.6 g/di at mean of
6.7 g/dl for total protein and 3.9 -
5.0 g/dl at a mean of 4.5 g/dl for
albumin. The albumin determination by
the dye - binding method showed a
better resu!ts. and superiority over the
salt fractlionation method in its specificity,

accuracy precision and time.

-
Department of Clinical Chemistry, Faculty of Associated Medical Sciences,

Chiang Mai University.






