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Abstract Rapid Identification of Enterobacteriacese by
Microcomputer and Microbiochemical Methods. Pettrachaianant
V, Krairojananant M and Tharavichitkul P,

Bapid identification of Enterobacteriaceae could be performed
by suspending the organiem in sterile normsl saline and

dropping into each well of microtiter plate which contained

of 12 biochemical tests. After 4 hours of incubation, the

biochemical results were interpreted by microcomputer program

"COMENTBACM". The program was developed under dBase III plus.

It was revealed that this rapid microbiochemical method gave

the correct identification of 134 from 150 isclates (89.33X).
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2% OCOMMON ORGANISM IN ROUTINE $%%

GWU LDC ODC HsS IND MAL ONPG R FD VP ARA SO0R MOT
+ + - - - + + - - + + + -

NAME PRRCENT ~ SCORR

K.pneumoniae 96.75 0.96748327

K.aoxytoca '1.98 0.01975642

E.aerogenes 1.22 0.01222573

Hafnia alvei 0.05 0.000465486

E.coli 0.01 0.00006973

DO YOU WANT TO CONFIRM (Y/N)
I'I‘U‘N‘ 1 Incorrect identification by rapid test
Quantity Organism Incorrect Incorrect
identification reaction

1 K.pneumoniae K.ozaenae VP
1 K.pneumoniae 8.lipuefaciens -3
1 K.rhinoscleromatis K.ozaenae Sor
1 K.somnei Y.pestis ONFG
1 P.rustigianii P.alcalifacians -0
1 P.rettgeri P.stuartii Urea
3 E.cloacea E.sakazakii Sor
2 E.cloacae E.aggolmerens Sor
1 E.cloacea H.alvei LDC and Sor
1 E.cloacea E.taylorse Sor
1 E.sakazakii H.alvei 1LDC and Mal
1 E.sakazakii E.taylorae Mal
1 E.coli E.fergusonii Sor

a = differentiate by motility,

b = differentiate by Trehalose and Inositol

- 162 -




isolates, Klebsiella rhinosclero—
matis 1 isolate, Providencia rus-
tigianii 1 isolate WAt Providencia
rettgeri 1 isolate

NYTULANG | THULMBUSE WA compu-
ter program 2 program ﬂﬂll‘i'}na‘i'l
common  program umuanné’m 89.33%
use Large program umnanrm1 84 66%
Tt |§nnmuua mu‘lmn (Tt un'lu
genus Enterohact,er iine mwﬁmﬁi}m
muuannmmﬁmn sorbitol
'm-su

lNﬂlU‘iHﬂlHHtﬂ’!‘i"ﬁHﬁWlﬁuﬂ NuN1G
'mqm‘iﬂﬂ'li'ﬂnmmﬁﬁ eI teud
API 20E, Enteri Tek, Enterotube 11,
M1cro Dllut.lon System WAt Minetek
'uva‘muﬂmﬁmautﬂn'lu family ﬁnnemmu
92%, 96. 3:, 96.5%, 97% uAL 93.8%
SR € 5) ?hm’m%muum ISR
gnme qsmﬂunﬁme'mmmm'l udi§ain
m‘mmﬁmmmm‘lu maum'lmnﬂm
o § Lmnmm‘n‘lﬁ

A1) nm'lmﬁm'imwt fo0inesan
LASEA AN maﬂ'immuuam mﬁ

1. m'imuuﬂmfinmnwﬂ mmatw
i mammmm #enae 1 fipaneni 3ad
m-i‘lé'm'm‘li"mnﬁmnu‘laiﬂ 89NS
" BIUNRIEAN LIRS LN | B 4 dhim
(. CTCTRT MIRBINER  sor—
bitol #0 p FSEna 8 Muiam
4 dhva mqm'lmgnunumma ummn
tmmsma‘mmnm]me (UREW pH WAL
m‘m indicator |muumuummm‘mu
w s Lt e sy masmagoe

[ E L o t z 1
HakATY n'm'm‘lﬁ'mm'iqmaml R0 1N

Enterobacteriaceas

AN 4 :'?11::1 0199EHIHRNEN  indi-
cator tmuutmﬁtmmamiﬁuma W5
WRRRLRTAY RN 9 M
DEN  INATIARDY 150 $NDHN HIDEA
ik 6%

WA sorbitol MUNSINEN E.coli
AEMIN E.fergusoniits) MaTNalA1Y
asmmdmmtiamumm m:unui‘mm'
MTIUREIUREDY D LIBe9TERSaNMT
sterile I&HMNS autoclave mMNEDUSE
LT base ‘H'lll.lllﬂ'llllﬂﬂnﬂ‘m
M E NS mumwmumwnmsm
f18 MK pli m%u msui i goe
Sy pH ummsﬂsmmmmmﬂ'mmms
autoclave URT  WRtRAROOINIS LS
mnﬁmmtﬂuﬁt’hmu HC1 0. 1N

2. Twunen Mduiswn m-imqmm '
mﬁmam‘maﬂnmmq 12 tiin H'l‘lmﬂtli
" | ammqmmmmmumn URRIHTTR
BEAITLIRIBNIMAROY Motility {8y
K.pneumoniae (non motile}, §.
lipuefaciens (motile) 'lﬁ'um"muﬁ
87% feii MANAROUEEN TS Mt
IBINTIIARDY motility  IHINVBIHUURHE
Ty

3. oAy genus |Geniy
MSNARDL 12 H1Amed AGNTHRRDLONNS IR
Rt ‘tmqmsnuam%nmqmmw ge~
nus  LAEINNBBNRINAMIA  (BM  NTuEn
P.rustigianii 910 P.alcalifacians
fatimInadoutiel eameRaLRNenR
Trehalose, Galactose, Adonital(3)
INDUBN species W4 2 NDNNAY

4. Computer program W3MEY
| BRI dBase IIT plus NTULEKA

- 1583 -




Pettrachaianant V, et al

(4
AHADINT L 0T (Bowne species ARIUDT 3, Farmer JJ, Ill BR, Davis FW, et

(museaunineifum  wWiouhtiunn al. Biochemical identification
a1 i wazgwdouend | Tugutiogeuse of new species and biogroups of
ﬁ’NU‘iHmﬁ%ﬂﬁ factor 4" NRNLANLE Enterobacteriaceae isolated
lﬂﬂiﬂﬂﬂﬁilﬁﬁ ﬂiﬁﬂﬂ“ﬁﬁﬂtﬁﬂﬂﬂﬂﬂﬂ\tﬂﬂi from clinical specimens. J Clin
uamnnmqwm'mumm'm upneI B Microbiol 1984; 21: 46-76.
:.nmig | AW IR INM SEINARAIAM S 4. Nissen B. Microtests for rapid
b 1 B e 4 davune identification of Enterobecter-
ﬁ‘!ll : iaceae. Acta Path Microbiol

MSWAEDLTAEIT  Microbiochemical Immmnol Scand Sect B, 1984; 92:
UREULANRTAE INTATAON 10T RUNTNAN 239-245.
unm‘samarmunﬁa Entercbecteriacese 5. WWE 19989, ﬁaﬁwmﬁqmaswﬂmu
pEneTIRL S Ree 4 $aTe TematRnndng MSIUNY Bacteria, uamﬁim 19
89.33% amtinmuuﬂmsmwm&mu g A ITIomS T 14
16 mmmﬁ mmu 10.67% N1 HaRewR 1 W.f. 2529 mn 13-17.
150 mzmuﬁ mfimnwm'mamsmqqn 6. Lheinb GTVISOANA. msmquqiu
mmﬁmmmamnnm A1TRIIIMHIN douediSe dorn  amemadeidat
BA  sorbitol edafinsLAs sun Snusneufii®ms.  medneaaing
WD iU unutgnn‘ti“mm'mmam‘imn'\‘: UREWIHUGUANTIRETINN AUy
Nt LBRN  blood agar  IHENRIMSA @i amAnna i Bmaml, 2529,
SUMUIINTRIBIN S LG LA Wi 11-18.
M McConkey agar
L BNFYTOND
1. Rapka EW. Truthtable classifi-

cation and identification.

Space Life Sci 1971; 3: 135-156.
2, Rapka EW, Clapper WE, Bowen IG

and Babb R. A Model for i ITIeWTTAm,
identification of bacteria. J 0.1, (AR T
Gen Microbiol 1967; 46: 407-424. mmmqniqqnmmun

A LA SIS

MM ingAE BEean

- 154 -



