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[Closing folder "INBOX". Keeping all 13 messages)

Welcome to the National Center for Biotechnology Information. The NCBI

is responsible for building, maintaining, and distributing GenBank,

the NIH genetic sequence database that collects all known DNA

sequences from scientists worldwide. The NCBI is a division of the

National Library of Medicine (NLM) and is located on the campus of

the National Institutes of Health (NIH) in Bethesda, Maryland.

GenBank

* Overview

* Anonymous FTP Access
* Bankit — Submitting Sequences to GenBank on the WWW
NCBI

* Qverview

Welcome to the f~<’ationa| Center for Biotechnology Information. The NCBI
is responsible for building, maintzining, and distributing GenBank,

the NIH genetic sequence database that collects all known DNA

sequences from scientists worldwide. The NCBI is a division of the
National Library of Medicine (NLM) and is located on the campus of

the National Institutes of Health (NIH) in Bethesda, Maryland
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SEARCHING GENBANK

Text and Similarity searching

NOTE: The following search methods are expetimental and are provided
to users for comments and suggestions. We expect to be modifying the

interfaces, and adding search options and additional databases.

Tifenna Entrez Browser A Tlyiud

Combined nucleotide and protein sequence databases plus MEDLINE
sequence similarity subset. (The original Entrez browser will

still be available for a limited period of time.)

* Text Searching

GenBank and other sequence databases.
* dbEST Searching

salngdemumie luilitususudall

NEW ENTREZ BROWSER

Welcome to an experimental Entrez Browser. This service is provided by
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the Nationat Center for Biotechnology Information, NCBI also builds,
maintains and distributes the GenBank Sequence Database, Sequence
submissions can be made to GenBank using the new WWW tool, BankEt.

Search with Forms-Based Client

nsfududeynannsudendulasdudnindoyaves MEDLINE, protin database 3o
nucleotide database 1A 1“%1‘?\]31‘? Key word “sex identification & human & PCR “lun13dly
#fudoyniid1n8s MEDLINE foy wimiuezld Key word @Amfunl§dudutayniidruss

nucleotide database IWo1TouMeu A

* Search the protein database

* Search the nucleotide database
Search Field: [All Fields__|Searct. Mode: [Automatic_]
Enter Term: Accept Clear

NCBI Home Eatrez Home

szilsingdendnusie Tiliususuinlundesindonnalulsl Search s subset of MEDLINE

Search with Non-Forms Client
* Molecular biology subset of MEDLINE
* Protein database
* Nuclcotide databas

Version 1.1 Last Update 03/16/95

Comments and questions to www(@ncbi.nlm.nib.gov
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Search Field: {All Fields__]Search Mode: [Automatic_}

Enter

AU Key word fidpsntsdufuasll ufang Accept

NCBI Home Entrez Home

Current Query
Search : sex [all] & identification [all] --> Retrieve 1648 Documents

» » [
sewuiena1slu MEDLINE $12UMafiu 1648 Document Niif111 sex & identification

Using e

Add Term(s) 1o Query : WiN151WY Key word varluniitudu

Search Field: [All Fickds__)Search Mode: {Automatic_}]

Enter Term

CLEAR ALL

Current Query

Scarch : sex {all] & identification {all] & human [all] -->

. . a '
Retrieve 918 Documents §1M3U NS MTAG I oiid v IunAng

Add Term(s) to Query : 1Y Key word ¥aelun1sdudu 151 1uén
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Search Field: [All Fields__]Search Mode: {Automatic_]

Enter Term : Accept Clear

Current Query

Search : sex [all] & identificaTION [all] & human [al}] & per [all]
nadenaaiiiedn lfududeya

NCBI Entrez
102 CITATIONS FOUND
Display [MEDLINE reports__Jfor [All____Jarticles below.
() Gibbons, 1995
hudnzumarmdifrnsodennaiedufussnzidonluniyumng evinsnaden

i View Report format

Strategies to respond to polymerase chain reaction

deoxyribonucleic acid amplification failure in a

preimplantation genetic diagnosis program. (V

MEDLARS format, ASN.1 format, or 30 MEDLINE neighbors

* 1 J - . J H
M3 winA 30 MEDLINE neighbors uuwﬁnmmnmnmﬁanﬂamﬂmuuuqulﬁ'u

Aududoyaninnimsiinosdestuumaimees  Gisbons, 1995 1é8n 30

UNAINY

{) Geddy, 1993
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Lack of detection of human papillomavirus DNA in male urine

samples. (View Report format, MEDLARS format, ASN.1 format, or

. Y |
flesalsingundadevesunaiuananvum

[NCBI] [Entrez] [MEDLARS Format] [30 Medline neighbors] [No Protein
links] [No Nucleotide links] [Save As...]

Am ] Obstet Gynecol 172: 1088-1095; ( 1995)[95243310)elow.

Strategies to respond to polymerase chain reaction deoxyribonucleic acid

amplification failure in a preimplantation genctic diagnosis program.
W. E. Gibboas, S. A. Gitlin & S. E. Lanzendorf

Jones Institute for Reproductive Medicine, Department of Obstetrics
and Gynecology, Eastern Virginia Medical School, Norfolk 23507-1912,
USA.

OBJECTIVES: Our purpose was to identify and cvaluate practical methods

buman lymphobiast ceil lines and human embryo blastomeres wereotein
evaluated in a single-cell, nested primer polymerase chain reaction
system with primer sequences for the specific locus surrounding the
four base pair insertion mutation on exon 11 of beta-hexosaminidase
A-Tay-Sachs disease, the delta F508 mutation of cystic fibrosis, and

the sex-determining region on the Y chromosome. Reamplification
polymerase chain reaction with standard potymerase cbain reaction and
primer extension preamplification was performed in deoxyribonucleic
acid preparations after previous polymerase chain reaction

amplification attempts had resulted in failure of amplification.
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RESULTS: The amplification efficiency of Tay-Sachs disease, 51%
{97/187), was significantly lower than that for cystic fibrosis, 85%
(87/107), and for the sex-determining region on the Y chromosome, 85%
(77/90). Tay-Sachs disease polymerase chain reaction amplification
occurred in 51% of one-cell lymphoblasts, 89% of two-ceil
lymphoblasts, and 94% of samples when more than two cells were
processed together. When previous amplification failure had occurred,
standard Tay-Sachs disease polymerase chain reaction resulted in an
blastomeres in which amplification failure occurred in a Tay-Sachsn
disease preimplantation genetic diagnosis cycle amplified by primer
extension preamplification polymerase chain reaction, which increased
the diagnostic information obtained from four to six of the seven
embryos on which biopsy was performed. CONCLUSIONS: We suggest that
practical approaches for consideration within a clinical

preimplantation genetic diagnosis program to limit the net effect of
amplification failure (i.c., reduced embryo transfer number) include
increasing the deoxyribonucleic acid content in the polymerase chain
reaction tube by using more than one blastomere and by using primer

extension preamplification when the initial attempt at amplification fails,

»
wensmiulilsunsudalAdmaToudoyavesiriiiananives Technical term VwAIALM
“ r L{ L] L]
sawiirule usneeninegludiuves MesH Term Iawsnidonfuduld wudléeoin

NTWANINAADY Preimplantation Phase

MeSH Terms:
* Base Sequence
* Blastomeres/chemistry
* Chi-Square Distribution
* Cystic Fibrosis/diagnosis
* Human
* Molecular Sequence Data
* Polymerase Chain Reaction/methods
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* Pregoancy

i T s - . J
2 nAIRBnE LA IAARIWIDY Technical Term™ 11t 14

i

* Prenatal Diagnosis/methods

* Sensitivity and Specificity

* Tay-Sachs Disease/diagnosis

* Tay-Sachs Disease/genetics

* Y Chromosome/genetics
Substances:

* DNA

L] s & - - J
#1917AA2 10084 Preimplantation Phase A9z151NQ¥UVL0
Preimplantation Phase

The time period between fertilization and implantation.

F¥aunsodufudoynves Sex identification &human ToBevayn Nucleic acid data base

Taoawiz 14 Taaide ANAN Scarch the pucleotide database

NEW ENTREZ BROWSER
Welcome to an experimental Entrez Browser. This service is provided by
the National Center for Biotechnology Information. NCBI also builds,
maintains and distributes the GenBank Sequence Database. Sequence

submissions can be made to GenBank using the new WWW tool, Banklt.

Search with Forms-Based Clients
* View online help
* Search a subset of MEDLINE

¢ Search the protein database
T -
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NCBI Home Entrez Home

Current Query

Search : sex [all] & identification [all] --> Retrieve 12 Documents

» 4 A 1 - L
§numrnuiifulfoziifis 12 unmandazieoninududu Key word @oafiusin

MEDLINE

Add Term(s) to Query : w"imiu Key word vaolunnsdludy
Search Field: [All Fields  )Search Mode: [Automatic ]

Accept Clear

Enter Term : .

CLEAR ALL

Current Query

Search : sex [all] & identification [all] & bumaan {all] —>

NCBI Entrez

6 CITATIONS FOUND

Display [GenBank reports Jfor [All Jarticles below.
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() HUMMSC

Homo sapiens minisatellitc at the pseudoautosomal region VNTR
DXYS17, allele C. (View GenBank format, Report format, FASTA
format, ASN.1 format, 2 MEDLINE links , or 4 nucleotide
neighbors }

HM10tHA 2 MEDLINE links , or 4 nucleotide neighbors A wiiideyasinas
#1351y MEDLINE ﬁlﬁmﬁmﬁu Homo sapiens minisatellite at the
pseudcautosomal region VNTRDXYS17, allele ElL. E)ﬂﬂﬂw! 2 U wazil
Yoyaves nucleotide MNAIMAUNUFAY sequence VBY Homo sapiens
minisatellite,pseudoautosomal region VNTR DXYS17, allele E1. B 4 &8

() HUMMSEI1

Homo sapiens minisatellite at the pseudoautosomal region VNTR

DXYS17, allele El. (View GenBank format, Report format, FASTA

[NCB!] [Entrez) [GenBank Format] [Report Format] [2 Medline links] {No
Protein links] [4 Nucleotide neighbors] [Save As...]

>gi|307290|gbiL17485|HUMMSC Homo sapiens minisatellite at the pseudoautosomal r

egion VNTR DXYS17, allele C.
TAGAATAGATGAGAATTAGTCTGTTCTACGAAATAGACGAGAATTAGTCTAGTCTAC
GAAATAGACTAGA
AATAGTCTAGTCTACGAAATAGACTAGAAATAGCCTAGTCTGTTCTACGAAATAGAC
TAGAAATAGTCTA
GTCTACGAAATAGACTAGAAATAGCCTAGTCTGTTCTACGAAATAGACTAGAAATA
GTCTGTTCTACGAA
ATAGACTAGAAATAGCCTAGTCTGTICTACGAAATAGACTAGAAATAGCCTAGTCTG
TTCTACGAAATAG
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ACTAGAAATAGTCTGTTCTCCGAAATAGACTAGAAATAGCCTAGTCTGTTCTACGAA
ATAGACTAGAAAT
AGCCTAGTCTGTTCTACGAAATAGACTAGAAATAGCCTAGTCTGTTCTACGAAATAG
AGTAGAAATAGTC

TAGTCTGTTCTACGAAATAG

1Bena1381389

1. hep/fwww.ncib.nim nib.gov

2. Ausubel F, Dracopoli N.C. 1995. Informatics for molecular biologists. Current protocols in
molecular biology, supplement 30 CPMB.

3. info@ncbi.nlm nih.gov,
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