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Abstract : Molecular HLA-DR and HLA-DQ Typing in End Stage Chronic
Renal Failure Patient at Maharaj Nakorn Chiang Mai Hospital

Leetrakoo!l N.*

Introduction: Kidney transplantation is the therapeutic strategy for end stage chronic renal failure
patients for the better quality of life. The chance of the transplantation depend on the suitable
human leukocyte antigen (HLA) match between the patient and donor. The aim of this study is to
study the allele frequency of HLA-DRB1 and HLA-DQB1 of chronic renal failure patient who are
waiting for kidney transpiantation.

Materials and Methods: Ten milliiters of acid citrate dextrose whole blood were collected from 65
unrelated chronic renal failure patients between April 2000 to December 2001. Forty-six of these
patients were maies and 19 were females with age range between 18 to 62 years. These patients
are waiting for kidney transplantation at Maharaj Nakorn Chiang Mai Hospital, The DNA was
extracted from blood samples by salting out. HLA-DRB1 and HLA-DQB1 allele were typed by
DNA-based typing (LiPA HLA, a reverse hybridization line probe assay).

Results; In this study, 24 HLA-DRB1 and 12 DQB1 alleles were found. The DRB1 and DQB1 alleles
showed the frequency more than 10% were DRB1*1501 (23.1%), DRB1*1401 (13.8%), DRB1*09012
(12.3%), DRB1*12021 (11.5%), DQB1*0502 (24.6%), DQB1*0301 (16.9%), DQB1*05011 (16.1%)
and DOB1*0303 (13.8%). The frequency of HLA-DRB1-DQB1 haplotype which more than 10%
were DRB1*09012-DQB1*0303 (12.3%), DRB1*1501-DQB1*05011 {(10.8%) and DRB1*
1401-DQB1*0502 (10.0%).

Conclusion; High frequency of the HLA alleles provides an important information for the better
chance and selection of suitably matched donors of patients who are on waiting lists for kidney

transplantation. Bull Chiang Mai Assoc Med Sci 2002 351 $-13.

Key words: HLA-DR, HLA-DQ, chronic renal failure, HLA typing

* Blood Bank section, Maharaj Nakorn Chiang Mai Hospital, Faculty of Medicine, Chiang Mai University
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