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ABSTRACT

In December 2019, World Health Organization (WHO) was informed of patients with unknown
cause of pneumonia reported in Wuhan, Hubei province of the People’s Republic of China. A novel coronavirus,
SARS-CoV-2 was subsequently identified as the causative pathogen and the outbreak has spread to other
countries. The genome of SARS-CoV-2 outbreak which causes coronavirus disease 19 (COVID-19) shared
about 80% nucleotide sequence identity to human SARS-CoV that previously reported. SARS-CoV-2
can cause of pneumonia and leading to the progress of respiratory failure effect the fatality rate about 3.4 %.
Elderly population with comorbidities were increased risk for more severe disease. The evidence of human-to-
human transmission was confirmed. Phylogenetic study suggested that SARS-CoV-2 originated from bat but
intermediate host that transmitting the virus to human is remaining unknown. Detection of SARS-CoV-2
nucleic acid by real-time polymerase chain reaction (real-time PCR) was used for COVID-19 diagnosis.
Since March 17, 2020, 177 cases were confirmed with COVID-19 infection and one death case was
reported in Thailand. Currently, there is no specific antiviral drug recommended for treatment nor vaccine to
prevent are available. Thus, the knowledge about COVID-19 is important for outbreak preparedness and

disease control in Thailand.
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Betacoronavirus §3150uU4aaniu 5 sub- genera:
Embecovirus (lineage A), Sarbecovirus (lineage B),
Merbecovirus (lineage C), Nobecovirus (lineage D)
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Toun hsansa (Severe acute respiratory syndrome
coronavirus: SARS-CoV) war L5awasa (Middle
East respiratory syndrome coronavirus: MERS-CoV)
Fensaasanewuggninagly Betacoronavirus 113a
Talswanawug HCoV-229E waz HCoV-0C43 1ilu
T3alalsin 2 mewugusniiinenumsnelsaluau
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snewashIanssmenausaaiy Taade s
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o P v o a a a o
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IﬂI’SH’]ﬁWEIﬁHQﬂﬂﬂ Coronavirus disease 2019 %38
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P T R
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izwiwﬂizmﬂiw5135}1@‘33435114%81%aﬂa%’a
(International Committee on Taxonomy of Viruses: ICTV)
lamuualsld Severe acute respiratory syndrome
coronavirus 2 ¥138 SARS-CoV-2 (Huzamamsuas
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Tasainen
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lun (Whole genome sequencing) ‘ZIENL%E)VL’J%'EI
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Phylogenetic tree WuTa SARS-CoV-2 fianulng
LARAY L%ﬂhﬂ&jﬂﬁﬁ%ﬁﬂﬂ 89AMAM (Bat SARS-like
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agﬂumiu Betacoronavirus, subgenera Sarbecovirus
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membrane (M) envelope (E) 8¢ nucleocapsid (N)
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Wudnsznavuuldanzashse wazlusiu N du
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2wi 1 leazunsuuane whole genome 289158 SARS-CoV-2
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Anw@215U (Receptor) UUHILTASYDULTABLIIUIU
fenuddnlumanalsuasialia dwiudalung
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angiotensin-converting enzyme (ACE2) Wuisu uae
MERS-CoV 1#lutana dipeptidyl peptidase 4 (DPP4)
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Tudau spike 28981258 SARS-CoV-2 WU
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S08az 76-78 Way receptor binding domain (RBD)
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#eN@ (civet) LATDFUUDNLALN (dromedary camels)
03

L‘ﬂuéﬁﬂmﬂumsdm‘wamh%’aéﬂumméﬁu #usu
w d a c: I LY 1 24’ [
dotztialonduainanlunsaranaasalise
SARS-CoV-2 gautiy galinunise wanms
@n® Metagenomics 28944 (Pangolins) WU luy
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wugthe@aabhialalanaenuglnaiuantszna
Uiy Wy Ussmaddu Ussmanivia Jun 20

4

UNTIAN ﬁmiiwmmmiaﬂL%ﬂla%’aiﬂiiuﬁmﬂﬁuq
Indluyaansarssagueesdudniu 16 au Forh
wihfiguagthedadelislalsnaewuglug lu
ﬁqﬂmqms?}ulé’ﬂszmﬂﬂﬂLﬁaq@:é’}'u Sufl 23
wnneutietasiumsundnsznsvaslsauaziie
‘Iﬁuﬁix‘lﬂﬂ"naﬁL%ﬂl’J%ﬂIﬂIiﬁﬁﬂﬂﬂﬁuﬁﬂﬂﬁ AaNn
ANZNIINMINDIUFUUN G ldaanmnEudums
aﬂL%y'amnﬂu’gjﬂuwé'«nﬂwuﬁj@m%aﬁlaﬁﬂsﬁﬁms
wumalufiamadanan dndehiasiiail’
anztiwugfioia SARS-Cov-2 luvang
ﬂizLﬂﬂawnnﬂgﬁnﬂﬂﬁ"JTaﬂ ﬁﬁwmu@am%asm
NN 170,000 8 waztdefiauaininni 6,500
510 Tagaoumsailudszmalnevaeil (17 ey
2563) WURANEBTT SARS-CoV-2 udh 1w

177 98 waediidedin 1 518"



Journal of Bamrasnaradura Infectious Diseases Institute
Vol 14 No. 2 May - August 2020

Coronavirus Disease-19 (COVID-19)
Suraiya Manmana, Sopon lamsirithaworn,
Sumonmal Uttayamakul

ANHMUZAINITNIADINUN
dahialalandaliifalsaifamuguuse
uwandefuaaudlaifianmaniafomaidntiosauds
suustlumaassuy W ssuumadumala ssuume
W3 emuguusadlantuagiulsntssie
wazssuugiiduiatheias e lh3s SARS-Cov-2
Gadarumsazassmnadnifidalalsuag
NIMsFuRalagnsIvsansgaanazaasnasin Ly
uanniliza hiamansafadarnums fecal-oral
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MIaNHIRENNHIUHURNS

Fedanaa: asdmsswnialanuush iy
faddidensrannszuumadumeladiuuu
(upper respiratory tract) %Y nasopharyngeal swab
oral pharyngeal swab Waz/use szuumaiumnegla
duaN (lower respiratory tract) (U Broncho alveolar
lavage wenaNii Lﬁa(ﬂLLaxqf\mizmmﬂuémﬁmm
@i

1. MIAITIAHD msw"’uﬁqnsswma\u%a
SARS-CoV-2 Tuddensra

MInsIamEInugnssneaslsalaaly
#anM9 Nucleic acid amplification tests (NAAT) W

5199 1 8uihwanesaa@a SARS-CoV-2'°

mﬂﬁﬂLﬁuﬂ%mmmsﬁuqﬂﬁuwaﬂa%a’lu?hmm
(% reverse transcription polymerase chain reaction
(RT-PCR) dh%sumsasaiang %9 SARS-CoV-2
ﬁLﬂuL%aqﬂ'mmj l@dinmsaanuuy primer wag probe
W38 RT-PCR MilUszansmulumsasiamans
ﬁuqﬂsimam,%a SARS-CoV-2 lsfianudiweznu
L%aLLaxlﬂﬁuﬁuﬁiuuwmh%’aTﬂTsmmﬂﬁuigu
Butthwanedifidne Wy 8u N, E, S uaz RdRp
F10n519 1'° Fuaaumsannodiiueasily
N Huamsszau 2 ﬁmuqmi’laqﬁummzﬁumm
Uapassuuudsnanssaus lduushmsiianudou

' & Y =
(heat treatment) ﬂauﬂumaum‘sanﬂmﬁama

Uszine U diwihnang
u China CDC ORF1ab uaz N gene
(©8930Y  Charité RdRp ua¢ E gene
FaNng HKU ORF1b-nspl4, N
ﬂj :u National Institute of Infectious Diseases, Department of Virology III Pancorona multiple targets, Spike protein
Tne National Institute of Health N W8z RdRp gene*
aw%’gam‘ﬁ“m US CDC N gene 3 targets
D]%'QLﬂa Institute Pasteur RdRp 2 targets

*newme: daITEInenmaasnsIsagy nTNINEMFasMILANE

MInadudulaIn-19 Tununi laidinng
55U10Y0915A 1A8dS NAAT
- @5798UE UMY pENNUBRE 2 Bulthuang

]
=l 3

NLONENNNY Aaalaenatlpanilaguihuangninime
@LH® SARS-CoV-2 138

]
o

g k4 k4 =
- @529tUeeaume 1 duihvang Nienw
FUNIEAD betacoronavirus WaTHTIVLULUED SARS-
Cov-2 lagn1508a39aaIWUgNIINUUY whole
genome WIDUUUUNEIUYBNEHY (partial sequencing)
Tagnanuenasduthmineazdesasaungueuh
49‘1 k4 Gl Vet c: | %
ynelaaay vsa lsduihuanenuanmany
Tunsdinina lidaanasanit (discordant results)
) v < £ ] ]
wuzihlvihualaenalu

130

MsaTaduduihalain-19 Tuituiiig
NM5TLWIAUULIININ 1aeAT NAAT

- M3NRANIaNe 1 duthvaneliiens
dvSuiudiiimsssnawuunama

waauliilgisuanhlifimsindalain-19
mmﬁﬂf\nnqmmwwmﬁ'qdqmmﬁﬂ%mméab%&i
#aen limit of detection MILAUMBENIlUAIIAN
Aldmanzan Astfuiviaiulugisusnyasns
faide MIAU warudeisdinsn liwnzan Fasie
208N 305 Wy hiaimsnaawug Ml primer
Lisansoduld viadiddudaiise PCR
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2. 119 GI‘J’J%)‘YINQﬁViN gy serological testing

MIAVAS: mj (acute L% convalescent serum)
duSumsnadaungiqunuiusslagilunis
SEUN@INEN HANTOUTLNUNSEDURBRIUBINITIEUG
& Iuﬂiiﬁ‘ﬁNaﬂ'ﬁm’i’lﬁ)hjwumiﬁu’t}ﬁ'ﬁu pauzilehs
laifiganasaumanil quiu commercial test kit g
%"ums%’mmzfm%ummém%’uQ'am%a‘[ﬂ%—19

21NNISANEIYBY Zhou UALTAME WU
woufvaddedia SARS-Cov-2 Sansonadjnsen
UIN91u (cross-neutralized) nulasalalsuiung
anewugla Falumsanmusuduaddada e
TﬂI’immSﬁmimwamqﬁmﬂﬁﬁamséu wazdaya
NNSELINENTINGEY’

3. m’mam‘sﬁaw”u'qnﬁmau%alﬁa

wannlddudulisandlr nsoaasid

@ v o

wugnssudeiivszlemilunms@amunsnatenug

HOANNEADMIINHUBEMINTIN TN LazMIANLN
whole genome 2ath5adadlulselaailumsdnmn
MUIETLININENDNAIE

4. Msnzasdalasa (viral isolation)

Th¥a SASR-CoV-2 Sailludanalsasunse
550U 3 aInsadadaiumadumela nalsnguuse
w:'ﬁm%amamﬂlﬁ MstnzaeaEe 13d SARS-Cov-2
Gonhlureafiamsthiisfessiu 3 (BSL-3) whiiu
Th¥sanmnsaiiuinnuldluwadinedes Vero E6
1@ana7n kidney epithelial cells waz Huh-7 laanann
U cell Tines” mstiinsuusashiahliifams
LﬂﬁﬂuLLﬂaqgﬂéwqwaQLﬁaﬁ (cytopathic effect: CPE)

11530
Taguudilaifiensnnlsaloziamedasnm
MUDING Sl,ué'ﬂmsmﬁﬁmmsa;uusws%’nmLﬁa
WENSTUUMINNUDBITNME UNINENansiaa
N anenuazAnauen luddususnmlsalain-19
Tmﬂmaaﬂ%ﬂﬁ'ﬂuﬂﬁaﬁiuﬁﬁagjLﬁu 12U chloroquin,

baricitinib, remdesivir, ritonavir/lopinavir ¥1NO&FaU

Useandmwnaaaiin (clinical trial) Tumssudae
SARS-CoV-2 mssnwamsayulng wiansly
Chinese herbal medicine u,azn"nﬂﬁ’l,l,auauaﬁvim%a
COVID-19 mﬂw:'ﬂmﬁmﬂmnTSﬂLLé’W%aﬁaniw
intravenous immunoglobulin (IVIG) nlglumssnmn
thelsa COVID-19"*
HUNNUUSINIHAAA TN SUNN VDS
U52in@AU (The National Medical Products Administration
of China) lasusasenimuhsaaiiausn “envhifines
(Favipiravir)"1#lumssnwgithelsa COVID-19
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