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Abstract

Hemoglobin Constant Spring (Hb CS) is one of the most common abnormal Hb in Thailand. In this
study, a method for diagnosis of L (OL -globin gene, codon 142: TAA -CAA) was developed based on
an allelic discrimination analysis. The presence of two probes, CS-N probe for normal allele and CS-M
probe for mutant allele, labeled with different fluorescence dye in each reaction allows genotyping of
O at the single-nucleic polymorphism (SNP) site. The method was validated on 38 subjects. The
results of O{°® diagnosis by an allelic discrimination were 100% in accordance with the results obtained
by DNA sequencing technique. This reliable method should prove useful in diagnosis of O(° in populations

with high frequency of Hb CS.

Key words: Hb Constant Spring, Allelic Discrimination Analysis
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A1 RE0/49 Hb CS Unknown (105889 672 |0.852 2881 Hb CS mugant 10000 Manual Call
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G8 RD12/49 Ho CS Unknown  1190719.188 12.856 0824 Hb CS normal  {100.00 Manual Call
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H10 R931/48 Hb CS Linknowen 231123141 {2893 0656 Hb CS rormal  1100.00 Manual Call
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