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Abstract

Lysozymes:

mechanism. However,

Key words:

from basic knowledge to applications

Patcharee Boonsiri' and Jureerut Pooart?

Lysozyme is a hydrolytic enzyme which hydrolyzes -1,4 glycosidic linkages
between polysaccharide (e.g., N-acetylglucosamine and N-acetylmuramic acid)
that are found in the cell wall of some bacteria. It can be found in both eukaryote
and prokaryote. Lysozymes from various living sources have a common catalytic
they are different in their amino acid sequences and
composition, conformation and slightly different in catalytic mechanism. Lysozyme
also acts like chitinase and chitosanase. Thus, it is often used in medicine for

diagnosis in pharmacy and agriculture.

lysozyme @ chitinase @ chitosanase @ diagnosis
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5117 3 nalnmsiinsanluasiitislasey (Mun: Fersht A. Structure and mechanism in protein

science: a guide to enzyme catalysis and protein folding. New York: WH Freeman and

Company, 1999:497.)
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