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Abstract

Five rare medicinal plants in a group of “Chan Tang Ha” (locally known in Thai as Chan-Chamod, Chan-Thet,

Chan-Thana, Chan-Daeng and Chan-Khao) found in Chanthaburi province were collected for this study. DNAs of

plant leaves were extracted and rbcL (ribulose 1,5-bisphosphate carboxylase/oxygenase large subunit) genes were

amplified using the PCR technique. The PCR products were purified and their nucleotide sequences were compared

with all other sequences in NCBI BLAST databases (http://www.ncbi.nlm.nih.gov/BLAST/). The results found

that all samples could have their rbcL genes used for DNA amplification. Nucleotide sequences and morphological

characteristics of the samples were considered. Chan-Chamod, Chan-Thet and Chan-Thana showed similarity with

Aglaia sp. (99.08%), Myristica fragrans (99.89%) and Tarenna buruensis (98.69%) respectively. Two samples of
Chan-Daeng were identified as Chanpha or Dracaena cambodiana (99.48%) and Knema sp. (99.43%). Finally, the

morphology of Chan-Khao might be similar to that of Luehea paniculate (98.89%).

Key words: sequencing, medical plants, Chan Tang Ha
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Sample

AWNILNA

(1)

AN

(N)

TUNTUAY

(P)

AUNIEN
(ph2)

N7

(H)

Description

Knema sp. SH-2010 chloroplast gene for

ribulose-1,5-bisphosphate carboxylase/oxygenase

large subunit, partial cds, isolate: T362
Knema sp. SH-2010 chloroplast gene for
ribulose-1,5-bisphosphate carboxylase/
oxygenase large subunit, partial cds, isolate:
A327

Myristica fragrans ribulose-1,5-bisphosphate
carboxylase/ oxygenase large subunit (rbcl)
gene, partial cds; chloroplast

Tarenna buruensis chloroplast partial rbcL gene
for ribulose 1,5-biphosphate carboxylase

T. neurophylla rbcL gene

Pavetta hongkongensis ribulose-1,5-bisphosphate

carboxylase/ oxygenase large subunit (rbcl)
gene, partial cds; chloroplast

Knema sp. SH-2010 chloroplast gene for
ribulose-1,5-bisphosphate carboxylase/
oxygenase large subunit, partial cds, isolate:
1362

Knema sp. SH-2010 chloroplast gene for
ribulose-1,5-bisphosphate carboxylase/
oxygenase large subunit, partial cds, isolate:
A327

Myristica fragrans ribulose-1,5-bisphosphate
carboxylase/ oxygenase large subunit (rbcL)
gene, partial cds; chloroplast

Dracaena cambodiana chloroplast, complete
genome
Dracaena cambodiana chloroplast, complete

genome

Dracaena schizantha voucher Chase 21514 (K)
ribulose-1,5-bisphosphate carboxylase/oxygenase
large subunit (rbcl) gene, partial cds; chloroplast

Luehea paniculata voucher BOLLC121 ribulose-1,

5-bisphosphate carboxylase/oxygenase large
subunit (rbcl) gene, partial cds; chloroplast

Helicteres baruensis chloroplast rbcL gene, partial
Reevesia thyrsoidea chloroplast, complete genome

Max

Score

1666

1666

1666

1597

1597
1592

1551

1551

1551

1362

1362

1358

1579

1579
1574

Total

Score

1666

1666

1666

1597

1597
1592

1551

1551

1551

1362

1362

1358

1579

1579
1574

Query
Cover

99%

99%

99%

99%
99%

99%

100%

100%

100%

96%

96%

96%

100%

100%
100%

value

0.0

0.0

0.0

0.0

0.0
0.0

0.0

0.0

0.0

0.0

0.0

0.0
0.0

Per.
Ident

99.89%

99.89%

99.89%

98.69%

98.69%

98.59%

99.43%

99.43%

99.43%

99.48%

99.48%

99.35%

98.89%

98.89%
98.78%
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Accession

AB586432.1

AB586431.1

AY298839.1

AJ318457.1

Z68861.1
KX910889.1

AB586432.1

AB586431.1

AY298839.1

NC_039776.1

MH293451.1

HM640469.1

KX640864.1

AJ233127.1
NC_041441.1
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Sample Description Max Total Query E Per. Accession

Score Score Cover value Ident

N7 Irvingia malayana ribulose-1,5-bisphosphate 1362 1362 99% 0.0 98.85% JX664054.1
(K2) carboxylase/ oxygenase large subunit (rbcl)
gene, partial cds; chloroplast
Irvingia malayana chloroplast rbcL gene for 1362 1362 99% 0.0 98.85% AB233892.1
ribulose-1,5-bisphosphate carboxylase/
oxygenase large subunit, partial cds
Desbordesia glaucescens ribulose 1344 1344 99% 0.0 98.34% AY663631.1
1,5-bisphosphate carboxylase large
subunit (rbcl) gene, partial cds; chloroplast

IWNHILNR Aglaia sp. SH-2010 chloroplast gene for 1340 1340 97% 0.0 99.08% AB586405.1
(c1) ribulose-1,5-bisphosphate carboxylase/

oxygenase large subunit, partial cds, isolate:

T242

Aglaia sp. SH-2010 chloroplast gene for 1340 1340 97% 0.0 99.08% AB586404.1

ribulose-1,5-bisphosphate carboxylase/oxygenase

large subunit, partial cds, isolate: A302

Aglaia elaeagnoidea ribulose 1,5-bisphosphate 1340 1340 97% 0.0 99.08% AY128209.1
carboxylase (rbcl) gene, partial cds; chloroplast

gene for chloroplast product

—H
T
P
ph2
K2
—N
—c1
01

A 2 maﬁuﬁuémﬁi’wmmimeﬂumjmaﬁuwﬁﬁy’o 5 %6 (7 AI98749) (Aunikdzan (C1) TNIELA
(T1) 9unw1 (N) 3unituas (P uaz ph2) wazdawnuad (H uas K2))
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