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Abstract

Chronic Kidney Disease (CKD) poses a significant global health challenge, necessitating innovative strategies to
complement conventional treatments. This article explores the intricate relationship between gut health and renal
function, specifically investigating the potential role of probiotics in managing CKD. The article explains the gut-kidney
axis, emphasizing how imbalances in gut bacteria (dysbiosis) can accelerate CKD progression. The review describes
the fundamental mechanisms by which probiotics influence the gut microbiome and discusses their ability to
potentially mitigate the effects of dysbiosis. We examine clinical trial data to demonstrate the effectiveness of
probiotics in potentially improving kidney function, reducing inflammation, and enhancing overall health among CKD
patients. Challenges such as the variability in probiotic strains and potential side effects are also addressed. Finally,
the article discusses the integration of probiotics into traditional CKD management approaches for a comprehensive

therapeutic strategy.
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CKD, chronic kidney disease; TMAO, trimethylamine N-oxide; SCFA, short-chain fatty acids; ETJ, endothelial junction;
TLR-4, toll-like receptor-4; NF-KB, nuclear factor-kappa B; TNF, tumor necrosis factor; IL, interleukin, DC, dendritic cells
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