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MM9199 1 Phenotype & genotype of ABO blood group and phenotype frequencies in different ethnic

groups™
Phenotype Genotype White Black Asian Thais Australian South
(%) (%) (%) (%) aborigines American
(%) Indians (%)
A AA and AO 40 27 27 21 5b.6 0
B BB and BO 11 20 25 34 0 0
AB AB 4 4 5 7 0 0
6] 00 45 49 43 38 444 100

MN9191 2 Characteristics of weak ABO phenotypes”’

Red blood Reaction of cells with known Reaction of serum against Saliva of Number
cell antiserum to reagent red blood cells secretors determinants/cell
phenotype A B AB H A1 A1 Az B 0 contains (x1,000)
A 4+ 0 4+ 0 4+ 0 0 4+ 0 A&H 810-1,170
A2 3+ 0 4 2+ 0 240 O 4+ 0 A&H 240-290
A 2+ 0 24™ 3+ 0 240 0 4+ O A&H 40-118
A £ 0 £ 4 0 240 0 4+ O H 2.1-2.7
Alnt 4+ 0 4+ 3+ 2+ 0 0 4+ 0 A&H
A o 0 0 4+ 0 0 0 4+ 0 A&H 0.1-1.9
A 0 0 142+ 4+ 0 2+4/0 1+/0 4+ 0 *A &H 7.5-10.5
A 0 0 0 4+ 0 2+0 O 4+ 0 H 0.1-14
Ay 0 0 0 4+ 0 0 0 4+ 0 A&H 0.1-1.9
B 0 44+ 4+ 2+ 0 44+ 4+ 0 0 B&H 610-830
B, 0 1™ 2¢4™ 4+ 0 4+ 4+ 0 0 B&H
B 0 0 0% 4+ 0 44+ 4+ 0 0 B&H
B 0 0o 02+ 4+ 0 44+ 4+ + 0 **B &H
B 0 0 0 3 0 4 4 * 0 H

@,

1+ to 4+ = agglutination of increasing strength; % = weak agglutination;

mf = mixed-field pattern of agglutination; 0 = no agglutination.

*A substance detected by inhibition of the donor's own red cell agglutination by anti-A sera
**B substance detected by inhibition of the donor's own red cell agglutination by anti-B sera

@ modified from references no. 1, 3, 5, 6
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m‘mﬁ 3 Comparison of exon 6 (E6) and exon 7 (E7) sequences of ABO alleles characterized so far
and new O alleles reported. Names of alleles are given according to Yamamoto's nomenclature When
alleles are not named by Yamamoto, the name given by the authors is used. If sequence
comparisons are limited to exon 6 and exon 7, alleles 0@ and 0'0©"O" are identical to 001 (ref
n0.20), alleles 0'0™(1) and O'©"(2) are identical to 002 (ref no. 20), while alleles O"A', O'0" B
0", and BA' are identical to 005, 006, A204, and A104 respectively (ref no.21) (*** insertion of a

G between positions 798 and 804; - deletion of a base)@
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