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N15M5231ARY HLA : N1905IA52AU High Resolution A28l

Microbeads Array Technique
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Polystyrene microbeads with sequence
specific oligonucleotide probes
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Fluorescence intensity of red Beads mix (100 beads/pL)

51l 1 usasdaduenudidvaasingaasaimuiaelu microbead (e fo, et al, 2005

Amplification =

Reaction condition Ve Biotin labeled primer

B
Y/ — 93°C, 30sec. exon
x/( r/.;i Genome DNA ¢ ; 1B
/ 7| Mater ; :
/ % ;_| ater mix 65°C. 30sec. -I:l—
== 17 Taq DNA polymerase
V 72°C, 30sec., 40cye. B~

< Hybridization >

Reaction condition

7 /1 Amplificd DNA 95°C. 2min.
,f": Bead mixture
(3550 / /’ Hybridization Buffer 52°C, 60min.

—~ /

/

< SA-PE (Streptavidin-phycoerythrin) Reaction >

SA-PE Raction condition

Phosphate buffer 52°C, 60min.

< Measurement >

Measurement per | sample Bead |Identification| P . PCR product
Mea: e er | s e ] : |
-| I ! L t 8 o o)
P 3 e £ x b
about 30 sec. 3 | 3 3 x

5U#l 2 usastusauNIMAREY PCR-SSOP-Luminex (10 liob, et al, 2005)
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