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Abstract

Bocavirus (BoV) has been identified as a significant causative agent of respiratory infections,
particularly in young children. The objective of this study was to ascertain the prevalence of BoV infection
and to investigate the factors associated with it, including gender, age group, type of sample, and the period
of the COVD-19 outbreak. The study focused on patients whose samples were analysed at the Virology
Laboratory, Faculty of Medicine, Ramathibodi Hospital, between 2012 and 2022. The present study
demonstrates that 1,774 individuals were infected with the BoV, representing 4.24% of all cases. The
period of greatest incidence of outbreaks occurs from June to August, with the highest number of cases of
BoV infections occurring in August of each year. Multivariable logistic regression analysis revealed a
statistically significant association between children under 12 years of age and BoV infection compared to
the elderly group. The group with the highest risk was toddlers (Adjusted OR=21.28, 95% CI=14.12-
32.07), followed by newborns and infants (Adjusted OR=16.01, 95% CI=10.53-24.32), preschoolers
(Adjusted OR=7.23, 95% CI=4.60-11.37), and school-aged children (Adjusted OR=2.51, 95% CI=1.37-
4.62), in that order. Moreover, the period following the emergence of the novel strain of the virus was found
to be significantly associated with a 1.61-fold increase in detected cases (Adjusted OR=1.61, 95% CI=1.25-
2.08). The present study found no statistically significant association between gender and the type of respi-
ratory sample, and the presence of the BoV. This retrospective study, encompassing a
10-year period, is poised to furnish pivotal baseline data, facilitating the identification of high-risk groups,
the prediction of seasonal disease patterns, and the enhancement of comprehension regarding the BoV. This

facilitates the utilisation of the aforementioned information for the purpose of preparing for and implementing
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preventive measures, in addition to the promotion of knowledge in surveillance for the more effective control

of BoV infection.
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Table 1 General information of BoV infections stratified by gender, age, and specimens

Factors Number % BoV p-value Crude OR;
P (%) N (%) 95% CI
Total number 41,807 1,774 4.24 40,033 95.76
Sex 40,232 <0.001
Male 20,912 51.98 979 4.68 19,933 95.32 1.27; 1.15-1.40
Female 19,320 48.02 722 3.74 18,598 96.26 1
Age 26,404 <0.001
Newborn & infant 3,704 14.03 308 8.32 3,396 91.68 20.89;14.25-30.64
Toddler 4,817 18.24 514 10.67 4,303 89.33 27.52;18.89-40.08
Preschooler 2,930 11.10 110 3.75 2,820 96.25 8.99; 5.95-13.56
School-aged child 1,803 6.83 22 1.22 1,781 98.78 2.85; 1.63-4.97
Adolescent 759 2.87 10 1.32 749 98.68 3.08; 1.49-6.34
Adult 5,681 21.52 34 0.60 5,647 99.40 1.39; 0.84-2.28
Elderly 6,710 25.41 29 0.43 6,681 99.57 1
Specimen 34,135 <0.001
Nasopharyngeal aspirate 938 2.75 51 5.44 887 94.56 1.73; 1.29-2.32
Nasopharyngeal swab 10,696 31.33 512 4.79 10,184 95.21 1.51; 1.34-1.70
Nasopharyngeal wash 898 2.63 48 5.35 850 94.65 1.69; 1.25-2.29
Nasal swab 18,297 53.60 590 3.22 17,707 96.78 1
Nasal wash 551 1.61 27 4.90 524 95.10 1.55;1.04-2.30
Throat swab 2,755 8.07 126 4.57 2,629 95.43 1.44;1.18-1.75
COVID-19 pandemic 41,807 0.099
Before 39,154 93.656 1678 4.29 37,476 95.71 1
After 2,653 6.35 96 3.62 2,557 96.38 0.84; 0.68-1.03

Remarks: BoV-Bocavirus; P=positive; N=negative. *=p-value were calculated using the Chi-squared test to evaluate the as—

sociation between each categorical factor and BoV positivity. The observed variations in the total number across factors

(Sex, Age, and Specimen) are indicative of missing or incomplete clinical records in the database. The percentages

presented for the diverse factors examined may not precisely correspond to 100% due to the use of rounded values to

two decimal places.
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Group

Sex female
male 0.573

Age elderly
newborn&infant <0.001
toddler  <0.001
preschooler <0.001
school-aged child 0.003
adolescent 0.072
adult 0.616

Specimen nasal swab
nasopharyngeal aspirate 0.597
nasopharyngeal swab 0.052
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nasal wash 0.232
throat swab 0.399
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Figure 3 The demographic factors associated with BoV (multivariable logistic regression)
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