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1 (59882 17.4) MuUMOU u,mvmms%’m«mjﬁmﬁwah%’aﬁué'ﬂLau%l,muLﬁuﬁ‘z]"aahﬁ'mGTmmmsﬁ'mﬁimLaz
msaaen TRatiuldfimsldennau direct-acting antivirals agents (DAAs) Swmiumsdnmmadaiialh¥adu
anLaud engn DAAs Usenaueag NS3/4A protease inhibitors (PIs), NS5A inhibitors, NS5B nucleos(t)
ide polymerase inhibitors (NIs) 82 NS5B non-nucleoside polymerase inhibitors (NNIs) agalshanudang
wumstamfiduiusiumanmenuguashis duiumsasammanmenugzasdahiadusnaudanad
anuiiiiulundzaamsing Bmsiidendmiuenamasnmenus famsanadaudduiuauazninosi
Tuaae NS3, NS5A waz NS5B 284 sanuantaud
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Abstract

Hepatitis C virus (HCV) is major course of hepatitis, cirrhosis and hepatocellular carcinoma. HCV
infection occurs worldwide including Thailand. Hepatitis C virus are classified into 8 main genotypes and
several subtypes. Genotypes 1-3 can be detected worldwide while genotypes 4-6 are found in some
geographical areas. In Thailand, HCV genotype 3 is the most predominant (47.8%) followed by genotype
6 (34.8%) and 1 (17.4%). Treatment of HCV infection with conventional antiviral drugs encounters the
limitation due to the serious side effects and drug resistance. Currently, direct-acting antivirals (DAAs) have

been a promising approach for HCV therapy. DAAs are composed of NS3/4A protease inhibitors (PIs),
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NS5A inhibitors, NS5B nucleos(t)ide polymerase inhibitors (NIs) and NS5B non-nucleoside polymerase

inhibitors (NNIs). However, drug resistance is also found to be associated with viral mutations. Detection

of HCV gene mutations would be essential for the treatment. The popular method for the mutation assay is

the investigating nucleotide sequence and amino acid sequence of NS3, NS5A and NS5B regions of HCV.
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telaprevir Giamﬁmsﬁmunﬂuméuﬁam (second-
generation protease inhibitors) fa simeprevir oL
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